ABSTRACT Here, we report the draft genome sequence of Novosphingobium sp. strain B 225, an iron-depositing bacterium isolated from a phenazone-amended naturally grown biofilm. This biofilm was grown in the Unteres Odertal National Park, Germany. Illumina NextSeq sequencing was used to determine the genome of the strain.
Scaffolds Ն2,500 bp were assigned to genome bins by MetaBAT version 0.32.4 (14) , and functional annotation of the draft genomes was performed with Prokka version 1.12b (15) .
The draft genome included 73 contigs, with an N 50 assembly quality of 107,389 bp and an L 50 value of 11 bp. The shortest sequence was 2,912 bp, and the longest sequence was 400,854 bp. The total size of the draft genome was 3,712,107 bp, with a GC content of 64%. Annotation included 3,500 coding regions for 3,561 genes, 463 signal peptides, 3 rRNAs (16S and 23S), 49 tRNAs, 1 transfer-messenger RNA (tmRNA), and 8 miscellaneous RNAs (miscRNAs). Accession number(s). This whole-genome shotgun project has been deposited at DDBJ/ENA/GenBank under the accession number MWLM00000000. The version described in this paper is version MWLM01000000.
